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The goal of the meeting is to showcase best practices of teaching bioinformatics ideas to biology undergraduates, to discuss existing challenges in 
bioinformatics education (with an emphasis on undergraduate education), and to promote collaborations between educators towards developing a stable 
bioinformatics curriculum reflecting the 21st century bioinformatics. The meeting will also showcase selected bioinformatics research projects conducted by 
undergraduate students. 

  Conference Chairs: Pavel Pevzner (UCSD) and Ron Shamir (Tel Aviv University). Organizing Committee: Sangtae Kim, Laura Gracia, and Son Pham 
 
  Sponsored by the Howard Hughes Institute, Center for Algorithmic and Systems Biology (CASB) at Calit2, International Society for Computational    
  Biology, and Bioinformatics & Systems Biology Graduate Program at UC San Diego. 
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